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Conclusions and future perspectives
• The consortium sequenced more than 2,000 human genomes. 
• This study represents a strategic blueprint healthcare model for implementing WGS into clinical practice in Italy.

5000genomi@VdA consortium

Introduction Objectives
The 5000genomi@VdA Project is a unique Italian 
initiative funded by the Autonomous Region Valle 
d’Aosta, in the Northwest of Italy:
• The project is carried out by a multidisciplinary 

consortium led by the Italian Institute of 
Technology - IIT (Genoa)

• The project takes advantage of collaborating 
closely with the Valle d’Aosta healthcare 
system and other research centers/hospitals in 
Italy.

The analysis of the entire genome is not a standard practice in clinical genomics 
studies. In this project, short- and long-read whole genome sequencing (WGS) 
approaches are employed to study coding and non-coding genomic regions.
The Project aims to sequence 5,000 genomes of healthy donors (VdAGenomics) and 
patients with neurodevelopmental (Neurodevgenomics), neurodegenerative 
(Neurogenomics), oncological (Oncogenomics), and organ transplantation 
(Transplantgenomics) diseases. 
Through the synergistic interaction between private-public research and healthcare 
centers, the goal is to study the role our genes play in health and disease conditions, 
thus promoting the integration of WGS in the clinic.
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The CMP3VdA Network
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